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- Supplementary Table S2 - Supplementary Table S3 Supplementary Figure S5 . Cream coloured bacteria isolated from different background radiation: high (6 spp.), intermediate (6 spp.), low (15 spp.), and control (12 spp.). First bars are the control and each second bar represents the radiation treatment. Control cream coloured bacteria populations from different background radiations and not exposed to experimental radiation (first bars for each background radiation) were compared with oneway ANOVAs for each time exposure. No significant differences were found (at 2 hours, F3,38 = 0.112, P = 0.952; at 4 hours, F3,38 = 0.046, P = 0.987; at 8 hours, F3,38 = 0.009, P = 0.999; and at 15 hours, F3,38 = 0.194, P = 0.899; data not shown). Supplementary Figure S6 . Orange coloured bacteria isolated from different background radiation: high (3 spp.), intermediate (10 spp.), low (1 sp.), and control (3 spp.). First bars are the control and each second bar represents the radiation treatment. Control orange coloured bacteria populations from different background radiations and not exposed to experimental radiation (first bars for each background radiation) were compared with one-way ANOVAs for each time exposure. No significant differences were found (at 2 hours, F3,16 = 0.198, P = 0.896; at 4 hours, F3,16 = 0.206, P = 0.890; at 8 hours, F3,16 = 0.217, P = 0.883; and at 15 hours, F3,16 = 0.109, P = 0.953; data not shown). Supplementary Figure S7 . Yellow coloured bacteria isolated from different background radiation: high (1 sp.), intermediate (4 spp.), low (3 spp.), and control (2 spp.). First bars are the control and each second bar represents the radiation treatment. Control yellow coloured bacteria populations from different background radiations and not exposed to experimental radiation (first bars for each background radiation) were compared with one-way ANOVAs for each time exposure. No significant differences were found (at 2 hours, F3,9 = 0.378, P = 0.773; at 4 hours, F3,9 = 1.300, P = 0.358; at 8 hours, F3,9 = 1.015, P = 0.449; and at 15 hours, F3,9 = 0.900, P = 0.494; data not shown). Supplementary Table 3 . C.F.U.s counts. Well column denotes the position of each bacterial sample in the microtiter plates. ID is the identification code for each bacterium (A: High background radiation -Vesniane; B: Intermediate background radiation -Farm 49; C: low background radiation -Farm 43; D: ambient control background radiation -Denmark; W: E. coli). Dilut. is the dilution (1: undiluted; 2: 40 times diluted; 3-8: 10.75 times diluted at each spot). C denotes bacteria not exposed to experimental radiation and R experimental exposure to radiation. T2, T4, T8, and T15 are the time of exposure in hours. Samples removed from all analysis: A5, A11, B24, C17, and D24. And A7, A16, and D21 were excluded from the non-parametric pairwise comparisons A14  6  5  5  5  6  7  5  10  6  4  6  2  7  3  3  1  C5  A14  7  2  6  3  7  2  6  1  7  1  7  1  8  1  4  17  A3  A15  6  15  6  4  7  3  6  3  6  23  2  26  7  20  0  0  A3  A15  7  3  7  1  8  1  7  1  7  1  3  3  8  2  0  0  E5  A16  2  1  4  18  3  19  4  9  2  1  5  14  0  0  E5  A16  3  13  5  3  4  3 0  0  7  2  0  0  G3  A5  0  0  0  0  0  0  0  0  0  0  0  0  6  5  0  0  G3  A5  0  0  0  0  0  0  0  0  0  0  0  0  7  4  0  0  C3  A6  3  8  0  0  3  20  0  0  3  15  0  0  5  5  0  0   18   C3   A6  4  1  0  0  4  2  0  0  4  3  0  0  6  4  0  0  F3  A7  8  1  7  3  5  1  7  4  3  3  8  2  0  0  F3  A7  7  3  6  14  4  25  6  16  2  13  7  6  2  6  B3  A8  5  21  5  18  5  41  5  6  5  25  3  15  6  18  2  9  B3  A8  6  1  6  2  6  5  6  1  6  3  4  2  7  2  3  1  F10 A9 6 
White

Yellow
Paenibacillus sp2 Paenibacillus lactis
Orange
Pink
Bacillus mycoides
2 0 0 D5 A11 0 0 0 0 2 1 0 0 0 0 4 16 0 0 2 1 D5 A11 0 0 0 0 0 0 0 0 0 0 5 1 0 0 3 1 C5
